180 TaRSR1-1AS 180 TaRSR1-1BS Figure S1 . cDNA sequences for three copies of TaRSR1 gene. The fragment used to VIGS silencing has been underlined. Base pairs signed with black or blue colors are defined as same bases between two or three copies. White pairs signed with white color are defined as different bases between one copy and the other two copies. Figure S2 . Transcription levels of the TaRSR1 gene in the BSMV-TaRSR1-infected and BSMV-GFP-infected wheat plants at 20, 27 and 31 days after anthesis. Transcription levels were measured by qPCR using GAPDH gene as internal control. Each value is the mean ± standard deviation of three independent biological replicates. Asterisks indicate significant differences (p < 0.05). Figure S3 . Transcription levels of the 26 starch synthesis-related enzyme genes in the grains of BSMV-TaRSR1-infected and BSMV-GFP-infected plants at 20, 27 and 31 days after anthesis. Transcription levels were measured by qPCR using GAPDH gene as internal control. (A-Z), transcription levels of TaAGPS1-a, TaAGPS2, TaAGPL1, TaAGPL2, TaGBSSI, TaGBSSII, TaSSI, TaSSIIa, TaSSIIb, TaSSIIc, TaSSIIIa, TaSSIIIb, TaSSIV, TaBEI, TaBEIIa, TaBEIIb, TaBEIII, TaISA1, TaISA2, TaISA3, TaPUL, TaPHOL, TaPHOH, TaDPE1 , and TaDPE2 genes, respectively. Each value is the mean ± standard deviation of three independent biological replicates. Asterisks indicate significant differences (p < 0.05). 
